Abstract
Introduction
Strangles in horses is caused by Streptococcus equi, which appears as gram positive cocci/coccobacilli in pairs or short chains, catalase negative and its inability to grow in 6.5% sodium chloride broth (Khoo et al., 2011) . S. equi is a biovar or genovar of S. zooepidemicus, (Chanter, 1997) . S. equi, which is highly adapted to Equidae family, demonstrates no serological variation, although genetic analysis demonstrates the existence of clones that vary geographically (AI-Ghamdi, 2000). There is variation in virulence that related to the amount of M protein and hyaluronic acid capsule produced (Timoney, 1993) . It is a contagious disease of upper respiratory tract and associated lymph nodes. The disease is characterized by pyrexia, mucopurulent nasal discharge and abscessation of the lymph nodes of the head. It is one of the most frequently reported equine diseases worldwide and around 10% of cases may die from disseminated abscessation or purpura haemorrhagica . The gold standard for diagnosis is bacterial culture of streptocococcus equi on nasopharyngeal swabs, nasopharyngeal washings and guttural pouch lavage samples whereas PCR testing is more sensitive than bacterial culture (Sweeney et al., 2005) .
Moreover, rapid diagnosis is of great importance in case of strangles to prevent its quick spread to other
